Appendix

The map below shows the featurés of pCR®2.1-TOPO® and the sequence surrounding the
TOPO® Clonipg site. Restriction sites are labeled to indicate the actual cleavage site. The
arrow indicates the start of transcription for T7 polymerase. For the full sequence of the
vector, you may download it from our web site or call Technical Service (page 19).

lacZa AT "
13 Ravarsa P 210 Hing Kenl  Sacl okl Sgel
208 c.\c GM ACA GC ACE ATG ATT ACG CCA AGC TTG GTA CCG AGC TCG GAT cea'cta
T_TGT CGA TAC TGE TAC TAA TGC GGT TCG AAC CAT GGC TCG AGC CTA GGT GAT
x| EccRI Ecor |

T
GGC GAA TTC TGC
CCG CTT AAG ACG

i
GTA ACG GCC GSC AGT GTG'CTG GA3 TTC GEC CT
CAT TGC CGG CGG TCA CAC GAC CTT AAG CGG G»
EcoRV Bsxi el o Nsil Xoal Apal
)

AGA TAT CCA TCA CAC TGG CGG CCG CTC GAG CAT GCA TCT AGA GGG CCC AAT TCG [CCC TAT
TCT ATA GGT AGT GTG ACC GCC GG GAG CTC GTA CGT AGA TCT CCC GGG TTA AGC |GGG

ry

T7 Promoter M13 Forward (-20) Primer M13 Forward (-40) Primer
AGT GAG TCG TAT TAC AAT TCA[CTG GGC GIC GIT TTA GAA CGT CGT GAC TGG GAA AAC | 426
TCA CTC AGC ATA ATG TTA AGT [GAC CGG CAG CAX AAT GTT GCp GCA CTG ACC CTT TTG

Comments for pCR®2.1-TOPO®
3908 nucleotides

LacZa fragment: bases 1-571
M13 reverse priming site: bases 205-221

Multiple cloning site: bases 234-357 =
T7 promoter/priming site: bases 364-383

M13 Forward (-20) priming site: bases 391-406

M13 Forward (-40) priming site: bases 411-426

f1 origin: bases 548-962

Kanamycin resistance ORF: bases 1296-2090

Ampicillin resistance ORF: bases 2108-2968

pUC origin: bases 3113-3786

Figure 4.14 : Map of PCR® 2.1 - TOPO®

The map above show the features of PCR® 2.1 - TOPO® and the
sequence surrounding the TOPO® cloning site. Restrictions sites are
labeled to indicate the actual cleavage site. The arrow indicates the
start of transcription for T7 polymerase.
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