References

(1

[2]

(4]

(]

[6]

[7]

(8]

Rashidi, H.H and Buehler, L.K, Bioinformatics Basics: Applications in
Biological Science and Medicine, CRC Press, 2000.

“Just the Facts: A Basic Introduction to the Science Underlying NCBI
Resources.”http://www.ncbi.nlm.nih.gov/About/primer/bioinformatics.html  Date
referred: 23.3.2002

Ewens, W.. and Grant, G.R. Statistical Methods in Bioinformatics: An

Introduction, Springer-Verlag New York, Inc., 2001.

Jenuth, J.P. “The NCB I: Publicly Available Tools and Resources on the Web”
Misener, S. et. Al. (Eds), Methods in Molecular Biology, vol. 132: Bioinformatics
Methods and Protocols, Humana Press, Inc., Totowa, NJ, 2000: p 301-12.

Letovsky, S. (Eds), Bioinformatics: Databases and Systems, Kluwer Academic
Publishers, United States of America, 1999.

Gordon, T.H and Wooley, J.C, “Computational challenges in structural and
functional genomics”, IBM Systems Journal, 2001, 40(2): p 265-96.

* History of the Human Genome Project” at

http:/www.ornl.gov/hgmis/project/hgp.html Date referred: 28.2.2002

Yaron, Y and Orr-Urtreger, A., * Computer Resources for the Clinical and

Molecular Geneticist”, Misener, S. et. Al. (Eds), Methods in Molecular Biology,

vol. 132: Bioinformatics Methods and Pre Is, Humana Press, Inc., Totowa,

NJ, 2000: p 291-99.

65



9] Sirotkin, k. NCBI: Integrated Data For Molecular Biology Research. Letovsky,

S. (Eds), Bioinformatics: Databases and Systems, Kluwer Academic Publishers,
United States of America, 1999: p 11-19.

[10] Misener, S. and Krawetz, S.A., Methods in Molecular Biology, vol. 132:

Bioinformatics Methods and Pr I

Humana Press, Inc., Totowa, NJ, 2000.
[11] Bishop, M.J. An Overview of Computing with DNA and Protein Sequences.
Lesk, A.M. Computational Molecular Biology: Sources and Methods for
Sequence Analysis. Oxford University Press, New York, 1988.

[12]  Kolalotkar, P.R et al, “Development of Software Tools at Bioinformatics Centre

(BIC) At The National University of Singapore (NUS)" Atiman, R.B. et al (Eds),

Pacific Symposium On Biocomputing '98, World Scientific, Singapore, 1998: p
735-46.

[13] National Center for Biotechnology Information (NCBI),

http://www.nebi.nlm.nih.gov/ Date referred: 20.12.01

[14] “A story of discovery: From Sequence to survival”

http://wwwnebi.nlm.nih.gov/About/index.html Date referred: 23.4.02

[15] Rodriguez-Tome, P., “Resources at EBI”, Misener, S. et. Al. (Eds), Methods in

Molecular Biology, vol. 132: Bioinformatics Methods and Pr 1

Press, Inc., Totowa, NJ, 2000: p 313-35.

Humana

[16] European Bioinformatics Institute. http://www.ebi.ac.uk/Information/index.html

Date referred: 28.3.02.

66

FERPUS’\‘AKAAN UNIVERSIT! MALAYA



[17]

[18]

[19]

[20]

[21]

[22]

[23]

[24)

[25]

Fujibuchi, W., et al., “DBGET/LinkDB: An Integrated Database Retrieval
System”, Atlman, R.B. et al (Eds), Pacific S) On Bi puting 98,
World Scientific, Singapore, 1998: p 683-94.

'

Kanchisa, M., et al., “KEGG: From Genes To Biochemical Pathways.” Letovsky,
S., Bioinformatics Databases and Systems, Kluwer Academic Publishers, United
States, 1999: p 63-76.

Altschul, S.F., et al., “Basic local Alignment Search Tool. J.Mol.Biol. 1990.
215(3): p. 403-10.

BLAST tutorial. http://www.ncbi.nlm.gov/Education/BLAS Tinfor/tut1.html
Date referred: 30.5.02

Altschul, S.F., et al., “Gapped BLAST and PSI-BLAST: a new generation of
protein database search programs”, Nucleic Acids Res., 1997. 25(17): p 3389-
3402.

“ BLAST Searches”. http://bioinformatics.utmem.edu/classes/module2/blast.html

Date referred: 2.5.02

Kim, Jungfer, Cameron.G and Flores T., “EBI: CORBA and the EBI Databases”,
Letovsky, S. (Eds), Bioinformatics: Databases and Systems, Kluwer Academic

Publishers, United Statés of America, 1999: p 245-54.

“Bioinformatics Resources on the World Wide Web”.

http://zlab.bu.edu/%7Emfrith/tools.shtml Date referred: 13.4.02

“About the Human Genome Project”,

hup:/www.ornl.gov/TechResources/Human _Genome/project/about.html
Date referred: 23.3.02

67



[26]

[27]

[28]

[29]

[30]

[31]

[32]

[33]

http://www.bioinformatics canada.org/BLASTtutorial.htm
Date referred: 18.5.02

http:/bioinformatics.utmem.edw/classes/module2/blast2.html
Date referred: 19.5.02

http://www.ncbi.nlm.nih.gov/Education/BLAS Tinfo/similarity.html
Date referred: 19.5.02

http://www.gcospiza.com/outrcach/ BLAST
Date referred: 24.4.02

http://www.gcospiza.com/outrcach/BLAS T/practice_blast.html
Date referred: 24.4.02

Gibas, C. and Jambeck P., Developing Bioinformatics Comy Skills, O’Reilly

& Associates Inc., United States of America, 2001.

Setubal, J. and Meidanis J., Introduction to C ional Molecular Biology,

'

Brooks/Cole Publishing Company, United States of America, 1997.

Bayet, A., “Science, medicine and the future of Bioinformatics”, BMJ 2002; 324:
1018-22.

Miller, P.L., “Opportunities at the Intersection of Bioinformatics and Health
Informatics”. Journal of the American Medical Informatics Association, 2000;
7(5): 431-38.

“Ethical, Legal, and Social Issues” at http://www.ornl.gov/hgmis/elsi/elsi.html
Date referred: 3.6.02

68



