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Appendix A 

Sample size calculation 
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Appendix B  

Research Ethics and Protocol 
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Appendix C  

FFQ forms 
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Appendix D  

NutrieMart computer generated report 
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Appendix E 

 
CHI SQUARE TEST FOR SOCIODEMOGRAPHIC CHARACTERISTICS 

 
a) Disease code with age group 

 
Crosstab 

    
age group 

Total <35 35-49 >=50 
disease 
code 

control Count 14 42 97 153 
Expected 
Count 15.0 41.5 96.5 153.0 

% within 
disease 
code 

9.2% 27.5% 63.4% 100.0% 

% within age 
group 46.7% 50.6% 50.3% 50.0% 

% of Total 4.6% 13.7% 31.7% 50.0% 
case Count 16 41 96 153 

Expected 
Count 15.0 41.5 96.5 153.0 

% within 
disease 
code 

10.5% 26.8% 62.7% 100.0% 

% within age 
group 53.3% 49.4% 49.7% 50.0% 

% of Total 5.2% 13.4% 31.4% 50.0% 
Total Count 30 83 193 306 

Expected 
Count 30.0 83.0 193.0 306.0 

% within 
disease 
code 

9.8% 27.1% 63.1% 100.0% 

% within age 
group 100.0% 100.0% 100.0% 100.0% 

% of Total 9.8% 27.1% 63.1% 100.0% 
 
 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Pearson Chi-Square .151(a) 2 .927 
Likelihood Ratio .151 2 .927 
Linear-by-Linear 
Association .066 1 .797 

N of Valid Cases 
306     

a  0 cells (.0%) have expected count less than 5. The minimum expected count is 15.00. 
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b) Disease code with gender 

 Crosstab 

    
patient gender 

Total male female 
disease code control Count 81 72 153 

Expected 
Count 81.0 72.0 153.0 

% within 
disease code 52.9% 47.1% 100.0% 

% within 
patient 
gender 

50.0% 50.0% 50.0% 

% of Total 26.5% 23.5% 50.0% 
case Count 81 72 153 

Expected 
Count 81.0 72.0 153.0 

% within 
disease code 52.9% 47.1% 100.0% 

% within 
patient 
gender 

50.0% 50.0% 50.0% 

% of Total 26.5% 23.5% 50.0% 
Total Count 162 144 306 

Expected 
Count 162.0 144.0 306.0 

% within 
disease code 52.9% 47.1% 100.0% 

% within 
patient 
gender 

100.0% 100.0% 100.0% 

% of Total 52.9% 47.1% 100.0% 
 
 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Exact Sig. 
(2-sided) 

Exact Sig. 
(1-sided) 

Pearson Chi-Square .000(b) 1 1.000     
Continuity 
Correction(a) .000 1 1.000     

Likelihood Ratio .000 1 1.000     
Fisher's Exact Test       1.000 .546 
Linear-by-Linear 
Association .000 1 1.000     

N of Valid Cases 306         
a  Computed only for a 2x2 table 
b  0 cells (.0%) have expected count less than 5. The minimum expected count is 72.00. 
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c) Disease code with ethnicity 
 

Crosstab 

    
patient etnik 

Total Malay Chinese Indian 
disease 
code 

control Count 51 51 51 153 
Expected 
Count 51.0 51.0 51.0 153.0 

% within 
disease 
code 

33.3% 33.3% 33.3% 100.0% 

% within 
patient etnik 50.0% 50.0% 50.0% 50.0% 

% of Total 16.7% 16.7% 16.7% 50.0% 
case Count 51 51 51 153 

Expected 
Count 51.0 51.0 51.0 153.0 

% within 
disease 
code 

33.3% 33.3% 33.3% 100.0% 

% within 
patient etnik 50.0% 50.0% 50.0% 50.0% 

% of Total 16.7% 16.7% 16.7% 50.0% 
Total Count 102 102 102 306 

Expected 
Count 102.0 102.0 102.0 306.0 

% within 
disease 
code 

33.3% 33.3% 33.3% 100.0% 

% within 
patient etnik 100.0% 100.0% 100.0% 100.0% 

% of Total 33.3% 33.3% 33.3% 100.0% 
 
 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Pearson Chi-Square .000(a) 2 1.000 
Likelihood Ratio .000 2 1.000 
Linear-by-Linear 
Association .000 1 1.000 

N of Valid Cases 
306     

a  0 cells (.0%) have expected count less than 5. The minimum expected count is 51.00. 
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d) Disease code with smoking 
 
 Crosstab 

    
smoking 

Total No Yes 
disease 
code 

control Count 126 27 153 
Expected 
Count 106.5 46.5 153.0 

% within 
disease 
code 

82.4% 17.6% 100.0% 

% within 
smoking 59.2% 29.0% 50.0% 

% of Total 41.2% 8.8% 50.0% 
case Count 87 66 153 

Expected 
Count 106.5 46.5 153.0 

% within 
disease 
code 

56.9% 43.1% 100.0% 

% within 
smoking 40.8% 71.0% 50.0% 

% of Total 28.4% 21.6% 50.0% 
Total Count 213 93 306 

Expected 
Count 213.0 93.0 306.0 

% within 
disease 
code 

69.6% 30.4% 100.0% 

% within 
smoking 100.0% 100.0% 100.0% 

% of Total 69.6% 30.4% 100.0% 
 
 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Exact Sig. 
(2-sided) 

Exact Sig. 
(1-sided) 

Pearson Chi-Square 23.496(b) 1 .000     
Continuity 
Correction(a) 22.306 1 .000     

Likelihood Ratio 24.053 1 .000     
Fisher's Exact Test       .000 .000 
Linear-by-Linear 
Association 23.419 1 .000     

N of Valid Cases 306         
a  Computed only for a 2x2 table 
b  0 cells (.0%) have expected count less than 5. The minimum expected count is 46.50. 
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e) Disease code with drinking 
 
 Crosstab 

    
drinking 

Total No Yes 
disease 
code 

control Count 132 21 153 
Expected 
Count 118.5 34.5 153.0 

% within 
disease 
code 

86.3% 13.7% 100.0% 

% within 
drinking 55.7% 30.4% 50.0% 

% of Total 43.1% 6.9% 50.0% 
case Count 105 48 153 

Expected 
Count 118.5 34.5 153.0 

% within 
disease 
code 

68.6% 31.4% 100.0% 

% within 
drinking 44.3% 69.6% 50.0% 

% of Total 34.3% 15.7% 50.0% 
Total Count 237 69 306 

Expected 
Count 237.0 69.0 306.0 

% within 
disease 
code 

77.5% 22.5% 100.0% 

% within 
drinking 100.0% 100.0% 100.0% 

% of Total 77.5% 22.5% 100.0% 
 
 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Exact Sig. 
(2-sided) 

Exact Sig. 
(1-sided) 

Pearson Chi-Square 13.641(b) 1 .000     
Continuity 
Correction(a) 12.649 1 .000     

Likelihood Ratio 13.935 1 .000     
Fisher's Exact Test       .000 .000 
Linear-by-Linear 
Association 13.597 1 .000     

N of Valid Cases 306         
a  Computed only for a 2x2 table 
b  0 cells (.0%) have expected count less than 5. The minimum expected count is 34.50. 
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f) Disease code with chewing 
 

 Crosstab 

    

chewing 

Total No Yes 
disease code control Count 126 27 153 

Expected 
Count 115.0 38.0 153.0 

% within 
disease code 82.4% 17.6% 100.0% 

% within 
chewing 54.8% 35.5% 50.0% 

% of Total 41.2% 8.8% 50.0% 
case Count 104 49 153 

Expected 
Count 115.0 38.0 153.0 

% within 
disease code 68.0% 32.0% 100.0% 

% within 
chewing 45.2% 64.5% 50.0% 

% of Total 34.0% 16.0% 50.0% 
Total Count 230 76 306 

Expected 
Count 230.0 76.0 306.0 

% within 
disease code 75.2% 24.8% 100.0% 

% within 
chewing 100.0% 100.0% 100.0% 

% of Total 75.2% 24.8% 100.0% 
 
 
 Chi-Square Tests 

  Value Df 
Asymp. Sig. 

(2-sided) 
Exact Sig. 
(2-sided) 

Exact Sig. 
(1-sided) 

Pearson Chi-Square 8.473(b) 1 .004     
Continuity 
Correction(a) 7.720 1 .005     

Likelihood Ratio 8.568 1 .003     
Fisher's Exact Test       .005 .003 
Linear-by-Linear 
Association 8.445 1 .004     

N of Valid Cases 306         
a  Computed only for a 2x2 table 
b  0 cells (.0%) have expected count less than 5. The minimum expected count is 38.00. 
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g) Disease code with family history  

Crosstab 

    

family history of 
cancer 

Total yes no 
disease 
code 

Control Count 24 129 153 
Expected 
Count 29.5 123.5 153.0 

% within 
disease 
code 

15.7% 84.3% 100.0% 

% within 
family history 
of cancer 

40.7% 52.2% 50.0% 

% of Total 7.8% 42.2% 50.0% 
Case Count 35 118 153 

Expected 
Count 29.5 123.5 153.0 

% within 
disease 
code 

22.9% 77.1% 100.0% 

% within 
family history 
of cancer 

59.3% 47.8% 50.0% 

% of Total 11.4% 38.6% 50.0% 
Total Count 59 247 306 

Expected 
Count 59.0 247.0 306.0 

% within 
disease 
code 

19.3% 80.7% 100.0% 

% within 
family history 
of cancer 

100.0% 100.0% 100.0% 

% of Total 19.3% 80.7% 100.0% 
 
 Chi-Square Tests 

  Value Df 
Asymp. Sig. 

(2-sided) 
Exact Sig. 
(2-sided) 

Exact Sig. 
(1-sided) 

Pearson Chi-Square 2.541(b) 1 .111     
Continuity 
Correction(a) 2.100 1 .147     

Likelihood Ratio 2.553 1 .110     
Fisher's Exact Test       .147 .073 
Linear-by-Linear 
Association 2.532 1 .112     

N of Valid Cases 306         
a  Computed only for a 2x2 table 
b  0 cells (.0%) have expected count less than 5. The minimum expected count is 29.50. 
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Appendix F 
 

ODDS RATIO OF SOCIODEMOGRAPHIC RISK HABITS 
 

a) Tobacco Smoking 
 Variables in the Equation 

  
  

B 
  

S.E. 
  

Wald 
  

Df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 
1(a) 

habits_1 1.264 .268 22.315 1 .000 3.540 2.095 5.982 

  Constant -.370 .139 7.060 1 .008 .690     
 

b) Alcohol Drinking 

 Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

Df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 
1(a) 

habits_2 1.056 .292 13.023 1 .000 2.873 1.620 5.098 

  Constant -.229 .131 3.063 1 .080 .795     
 

c) Betel Quid Chewing 

 Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

Df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 
1(a) 

habits_3 .788 .274 8.277 1 .004 2.199 1.285 3.761 

  Constant -.192 .132 2.098 1 .148 .825     
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d) Family History 
  

 Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

Df 
  

Sig. 
  

Exp(B) 
  

95.0% CI for EXP(B) 

Lower Upper 
Step 1(a) family_history .466 .294 2.516 1 .113 1.594 .896 2.837 
  Constant -.089 .127 .490 1 .484 .915     
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Appendix G 
 

CHI SQUARE TEST FOR FOUR IDENTIFIED DIETARY PATTERN 
 
 

a) Modern pattern 
Crosstab 

    

disease code 

Total control case 
comb2a 
(Banded) 

<= 1.00 Count 48 55 103 
Expected Count 51.5 51.5 103.0 
% within 
comb2a 
(Banded) 

46.6% 53.4% 100.0% 

% within 
disease code 31.4% 35.9% 33.7% 

% of Total 15.7% 18.0% 33.7% 
1.01 - 2.72 Count 51 51 102 

Expected Count 51.0 51.0 102.0 
% within 
comb2a 
(Banded) 

50.0% 50.0% 100.0% 

% within 
disease code 33.3% 33.3% 33.3% 

% of Total 16.7% 16.7% 33.3% 
2.73+ Count 54 47 101 

Expected Count 50.5 50.5 101.0 
% within 
comb2a 
(Banded) 

53.5% 46.5% 100.0% 

% within 
disease code 35.3% 30.7% 33.0% 

% of Total 17.6% 15.4% 33.0% 
Total Count 153 153 306 

Expected Count 153.0 153.0 306.0 
% within 
comb2a 
(Banded) 

50.0% 50.0% 100.0% 

% within 
disease code 100.0% 100.0% 100.0% 

% of Total 50.0% 50.0% 100.0% 
 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Pearson Chi-Square .961(a) 2 .619 
Likelihood Ratio .962 2 .618 
Linear-by-Linear 
Association .958 1 .328 

N of Valid Cases 
306     

a  0 cells (.0%) have expected count less than 5. The minimum expected count is 50.50. 
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b) Prudent pattern 

 
 Crosstab 

    

disease code 

Total control case 
comb2b 
(Banded) 

<= 2.21 Count 43 59 102 
Expected Count 51.0 51.0 102.0 
% within 
comb2b 
(Banded) 

42.2% 57.8% 100.0% 

% within 
disease code 28.1% 38.6% 33.3% 

% of Total 14.1% 19.3% 33.3% 
2.22 - 4.08 Count 53 49 102 

Expected Count 51.0 51.0 102.0 
% within 
comb2b 
(Banded) 

52.0% 48.0% 100.0% 

% within 
disease code 34.6% 32.0% 33.3% 

% of Total 17.3% 16.0% 33.3% 
4.09+ Count 57 45 102 

Expected Count 51.0 51.0 102.0 
% within 
comb2b 
(Banded) 

55.9% 44.1% 100.0% 

% within 
disease code 37.3% 29.4% 33.3% 

% of Total 18.6% 14.7% 33.3% 
Total Count 153 153 306 

Expected Count 153.0 153.0 306.0 
% within 
comb2b 
(Banded) 

50.0% 50.0% 100.0% 

% within 
disease code 100.0% 100.0% 100.0% 

% of Total 50.0% 50.0% 100.0% 
 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Pearson Chi-Square 4.078(a) 2 .130 
Likelihood Ratio 4.092 2 .129 
Linear-by-Linear 
Association 3.831 1 .050 

N of Valid Cases 
306     

a  0 cells (.0%) have expected count less than 5. The minimum expected count is 51.00. 
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c) Combination pattern 
 
 Crosstab 

    

disease code 

Total control case 
comb2c 
(Banded) 

<= 2.12 Count 58 44 102 
Expected Count 51.0 51.0 102.0 
% within 
comb2c 
(Banded) 

56.9% 43.1% 100.0% 

% within 
disease code 37.9% 28.8% 33.3% 

% of Total 19.0% 14.4% 33.3% 
2.13 - 3.80 Count 40 61 101 

Expected Count 50.5 50.5 101.0 
% within 
comb2c 
(Banded) 

39.6% 60.4% 100.0% 

% within 
disease code 26.1% 39.9% 33.0% 

% of Total 13.1% 19.9% 33.0% 
3.81+ Count 55 48 103 

Expected Count 51.5 51.5 103.0 
% within 
comb2c 
(Banded) 

53.4% 46.6% 100.0% 

% within 
disease code 35.9% 31.4% 33.7% 

% of Total 18.0% 15.7% 33.7% 
Total Count 153 153 306 

Expected Count 153.0 153.0 306.0 
% within 
comb2c 
(Banded) 

50.0% 50.0% 100.0% 

% within 
disease code 100.0% 100.0% 100.0% 

% of Total 50.0% 50.0% 100.0% 
 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Pearson Chi-Square 6.764(a) 2 .034 
Likelihood Ratio 6.802 2 .033 
Linear-by-Linear 
Association .238 1 .625 

N of Valid Cases 
306     

a  0 cells (.0%) have expected count less than 5. The minimum expected count is 50.50. 
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d) Traditional pattern 
Crosstab 

    

disease code 

Total control case 
comb2d 
(Banded) 

<= 3.35 Count 58 44 102 
Expected Count 51.0 51.0 102.0 
% within 
comb2d 
(Banded) 

56.9% 43.1% 100.0% 

% within 
disease code 37.9% 28.8% 33.3% 

% of Total 19.0% 14.4% 33.3% 
3.36 - 4.88 Count 42 60 102 

Expected Count 51.0 51.0 102.0 
% within 
comb2d 
(Banded) 

41.2% 58.8% 100.0% 

% within 
disease code 27.5% 39.2% 33.3% 

% of Total 13.7% 19.6% 33.3% 
4.89+ Count 53 49 102 

Expected Count 51.0 51.0 102.0 
% within 
comb2d 
(Banded) 

52.0% 48.0% 100.0% 

% within 
disease code 34.6% 32.0% 33.3% 

% of Total 17.3% 16.0% 33.3% 
Total Count 153 153 306 

Expected Count 153.0 153.0 306.0 
% within 
comb2d 
(Banded) 

50.0% 50.0% 100.0% 

% within 
disease code 100.0% 100.0% 100.0% 

% of Total 50.0% 50.0% 100.0% 

 
 Chi-Square Tests 

  Value df 
Asymp. Sig. 

(2-sided) 
Pearson Chi-Square 5.255(a) 2 .072 
Likelihood Ratio 5.278 2 .071 
Linear-by-Linear 
Association .489 1 .485 

N of Valid Cases 
306     

a  0 cells (.0%) have expected count less than 5. The minimum expected count is 51.00. 
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Appendix H 
 

UNIVARIATE ANALYSIS FOR DIETARY PATTERN (CRUDE&ADJUSTED) 
 

a) Modern pattern 
 

Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) comb2a_band     .959 2 .619       
  comb2a_band(1) -.136 .280 .237 1 .626 .873 .504 1.510 
  comb2a_band(2) -.275 .281 .959 1 .327 .760 .438 1.317 
  Constant .136 .198 .475 1 .491 1.146     

a  Variable(s) entered on step 1: comb2a_band. 
  

Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) comb2a_band     .517 2 .772       
  comb2a_band(1) -.123 .301 .167 1 .682 .884 .490 1.595 
  comb2a_band(2) -.217 .303 .514 1 .474 .805 .444 1.458 
  habits_1 1.256 .294 18.214 1 .000 3.512 1.973 6.254 
  habits_2 .570 .321 3.144 1 .076 1.768 .942 3.318 
  habits_3 1.025 .295 12.064 1 .001 2.787 1.563 4.970 
  Constant -.631 .245 6.648 1 .010 .532     

a  Variable(s) entered on step 1: comb2a_band, habits_1, habits_2, habits_3. 
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b) Prudent pattern 

 
Variables in the Equation 

  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) comb2b_band     4.051 2 .132       
  comb2b_band(1) -.395 .282 1.961 1 .161 .674 .388 1.171 
  comb2b_band(2) -.553 .283 3.820 1 .051 .575 .331 1.002 
  Constant .316 .201 2.489 1 .115 1.372     

a  Variable(s) entered on step 1: comb2b_band. 
 
 

Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) habits_1 1.228 .296 17.194 1 .000 3.414 1.911 6.100 
  habits_2 .600 .323 3.449 1 .063 1.822 .967 3.433 
  habits_3 1.014 .295 11.808 1 .001 2.756 1.546 4.912 
  comb2b_band     2.475 2 .290       
  comb2b_band(1) -.378 .303 1.560 1 .212 .685 .378 1.240 
  comb2b_band(2) -.445 .304 2.138 1 .144 .641 .353 1.163 
  Constant -.462 .247 3.490 1 .062 .630     

a  Variable(s) entered on step 1: habits_1, habits_2, habits_3, comb2b_band. 
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c) Combination pattern 

  
Variables in the Equation 

  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) comb2c_band     6.686 2 .035       
  comb2c_band(1) .698 .285 5.992 1 .014 2.010 1.149 3.516 
  comb2c_band(2) .140 .281 .249 1 .618 1.150 .663 1.996 
  Constant -.276 .200 1.909 1 .167 .759     

a  Variable(s) entered on step 1: comb2c_band. 
 
 

Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) habits_1 1.284 .297 18.762 1 .000 3.612 2.020 6.459 
  habits_2 .629 .326 3.727 1 .054 1.875 .990 3.551 
  habits_3 1.032 .300 11.843 1 .001 2.806 1.559 5.049 
  comb2c_band     7.654 2 .022       
  comb2c_band(1) .845 .309 7.490 1 .006 2.328 1.271 4.263 
  comb2c_band(2) .321 .307 1.089 1 .297 1.378 .755 2.516 
  Constant -1.154 .264 19.089 1 .000 .315     

a  Variable(s) entered on step 1: habits_1, habits_2, habits_3, comb2c_band. 
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d) Traditional pattern 
 

Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) comb2d_band     5.209 2 .074       
  comb2d_band(1) .633 .284 4.980 1 .026 1.883 1.080 3.283 
  comb2d_band(2) .198 .282 .494 1 .482 1.219 .702 2.116 
  Constant -.276 .200 1.909 1 .167 .759     

a  Variable(s) entered on step 1: comb2d_band. 
 
 

Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) habits_1 1.311 .297 19.458 1 .000 3.709 2.072 6.641 
  habits_2 .583 .325 3.218 1 .073 1.792 .947 3.390 
  habits_3 1.025 .300 11.671 1 .001 2.787 1.548 5.017 
  comb2d_band     5.378 2 .068       
  comb2d_band(1) .590 .306 3.723 1 .054 1.804 .991 3.286 
  comb2d_band(2) -.045 .307 .021 1 .884 .956 .524 1.746 
  Constant -.942 .242 15.168 1 .000 .390     

a  Variable(s) entered on step 1: habits_1, habits_2, habits_3, comb2d_band. 
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Appendix I 

 

MULTIVARIATE ANALYSIS FOR DIETARY PATTERN (CRUDE&ADJUSTED) 
 
 

a) Crude Odds Ratio 
Variables in the Equation 

  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) comb2a_band     1.351 2 .509       
  comb2a_band(1) -.201 .300 .450 1 .503 .818 .454 1.473 
  comb2a_band(2) -.395 .341 1.336 1 .248 .674 .345 1.316 
  comb2b_band     5.911 2 .052       
  comb2b_band(1) -.641 .315 4.152 1 .042 .527 .284 .976 
  comb2b_band(2) -.741 .335 4.902 1 .027 .477 .247 .919 
  comb2c_band     8.298 2 .016       
  comb2c_band(1) .887 .309 8.232 1 .004 2.428 1.325 4.450 
  comb2c_band(2) .476 .338 1.980 1 .159 1.610 .829 3.125 
  comb2d_band     7.564 2 .023       
  comb2d_band(1) .841 .309 7.409 1 .006 2.318 1.265 4.245 
  comb2d_band(2) .398 .332 1.439 1 .230 1.489 .777 2.856 
  Constant -.204 .282 .524 1 .469 .815     

a  Variable(s) entered on step 1: comb2a_band, comb2b_band, comb2c_band, comb2d_band. 
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b) Adjusted Odds Ratio 

Variables in the Equation 
  
  

B 
  

S.E. 
  

Wald 
  

df 
  

Sig. 
  

Exp(B) 
  

95.0% C.I.for EXP(B) 

Lower Upper 
Step 1(a) comb2a_band     .981 2 .612       
  comb2a_band(1) -.236 .324 .532 1 .466 .790 .418 1.490 
  comb2a_band(2) -.348 .369 .886 1 .346 .706 .343 1.456 
  comb2b_band     4.006 2 .135       
  comb2b_band(1) -.555 .340 2.668 1 .102 .574 .295 1.117 
  comb2b_band(2) -.668 .359 3.449 1 .063 .513 .254 1.038 
  comb2c_band     10.738 2 .005       
  comb2c_band(1) 1.094 .334 10.725 1 .001 2.986 1.551 5.746 
  comb2c_band(2) .749 .376 3.967 1 .046 2.116 1.012 4.422 
  comb2d_band     7.042 2 .030       
  comb2d_band(1) .731 .330 4.901 1 .027 2.078 1.088 3.970 
  comb2d_band(2) -.001 .362 .000 1 .997 .999 .491 2.029 
  habits_1 1.260 .306 16.937 1 .000 3.527 1.935 6.429 
  habits_2 .666 .338 3.875 1 .049 1.946 1.003 3.776 
  habits_3 1.142 .319 12.811 1 .000 3.133 1.676 5.856 
  Constant -1.046 .336 9.676 1 .002 .351     

a  Variable(s) entered on step 1: comb2a_band, comb2b_band, comb2c_band, comb2d_band, habits_1, habits_2, habits_3. 
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Appendix J 
 

CHI SQUARE TEST FOR BETA-CAROTENE INTAKE 
 

Crosstab 

    
intake (beta carotene) 

Total low high 
disease 
code 

control Count 133 20 153 
Expected 
Count 134.5 18.5 153.0 

% within 
disease 
code 

86.9% 13.1% 100.0% 

% within 
intake (beta 
carotene) 

49.4% 54.1% 50.0% 

% of Total 43.5% 6.5% 50.0% 
case Count 136 17 153 

Expected 
Count 134.5 18.5 153.0 

% within 
disease 
code 

88.9% 11.1% 100.0% 

% within 
intake (beta 
carotene) 

50.6% 45.9% 50.0% 

% of Total 44.4% 5.6% 50.0% 
Total Count 269 37 306 

Expected 
Count 269.0 37.0 306.0 

% within 
disease 
code 

87.9% 12.1% 100.0% 

% within 
intake (beta 
carotene) 

100.0% 100.0% 100.0% 

% of Total 87.9% 12.1% 100.0% 
 
 Chi-Square Tests 

  Value Df 
Asymp. Sig. 

(2-sided) 
Exact Sig. 
(2-sided) 

Exact Sig. 
(1-sided) 

Pearson Chi-Square .277(b) 1 .599     
Continuity 
Correction(a) .123 1 .726     

Likelihood Ratio .277 1 .599     
Fisher's Exact Test       .726 .363 
Linear-by-Linear 
Association .276 1 .599     

N of Valid Cases 306         
a  Computed only for a 2x2 table 
b  0 cells (.0%) have expected count less than 5. The minimum expected count is 18.50. 
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ANALYSIS OF ODDS RATIO FOR BETA-CAROTENE INTAKE  
 

Variables in the Equation 
  
  

B S.E. Wald df Sig. Exp(B) 95.0% C.I.for EXP(B) 

            Lower Upper 
Step 1(a) Carotene intake -.185 .352 .276 1 .599 .831 .417 1.656 
  Constant .022 .122 .033 1 .855 1.023     

a  Variable(s) entered on step 1: carotene_intake. 
 

 


