Appendix 2.0 Alignment of the ITS region for 16 taxa of lignicolous mangrove
fungi using Clustal W (Higgins et al., 1994) in MEGA 4 (Tamura et al., 2007)
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'Phoma sp. HQ608114' CTTTAGCATA GGCGTCCAGT AAGCCTCACC CACTAAGTTT

0658 .AG..TACCG .CATC.A..A .GCTGAA.A. A.ACCCTC..
2954 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
2953 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
2952 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
0362 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
0361 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
5059 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
1350 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
3533 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
3532 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
1349 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
0301 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
0201 .AG..TACCG .CGTC.A..A .GCTGAA.A. A.ACCCTC..
0657 .AG..TACCG .CATC.A..A .GCTGAA.A. A.ACCCTC..

GQ203796 .AG..TACCG .CGCC.A..A .GCTGAA.A. A.-CCCT---



