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APPENDIX C

The published sequence of the:

1) Human thyroid peroxidase (TPO), transcript variant 1, mRNA (NCBI

Reference Sequence: NM_000547.5)

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
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2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121

ggaaggcaat
cagttggctg
gctggttatg
ttggggaaag
ggacaccgcc
agctcagctt
agcagagata
acaatcacag
gtctggatgt
atacaggccc
cacggccctg
ctggaacccc
acatgtcatt
gatggcatgg
agctgccttc
tcccatacaa
ccgetetteg
ggccaacccg
tggcagctcc
ccgecgtecac
cgcgcetgeg
cctggccgga
gctgegegag
ggacgcegtg
gagggattac
tgaaggctat
ccgcttegge
gcaccccgac
ccgrggaggt
ggtgcaggat
cagcaccttg
ttacaatgag
cacagccatc
caacatcgat
gcccctgttt
ttggtgggag
cctgtctcgg
agtcggcaaa
ggcetggagg
tggggacttt
c€gggtatgag
gcctcecectce
ctctgcgagg
gttaggagac
ctccatgteg
ttgcaggtgg
aactcccgag
agctcaggac
gagagccctc
accgtacgac
aacacgggta
tagctgcatt
tgccattaaa

taaggcgecc
agaagaggaa
gcctgcacag
cctgaggagt
atgtacgcca
ctgtcttttt
atggaaacat
catccaacgg
ctcccttaca
atcacaggag
gcacgatggc
ggcttctigt
caagtttcaa
ggacaataca
9999g9agggg
ctcccggagg
gccgectgeg
cggcagcaga
ccggecctag
gcgcgectec
gcctgtgege
gacggccgeg
cacaaccgcc
taccaggagg
atccccagga
gactccaccg
catgccacga
ctgcccgggce
ggtttggacc
cagctgatga
gatctggcgt
tggagggagt
gccagcagga
gtctggetgg
gcctgtcetca
aacagccacg
gtcatctgtg
ttccccgaag
gaaacctttc
gtgcactgtg
ctccaaggec
tgcaaagatg
tgcagaaaca
gatgggagaa
ctggctgctc
acacgcactg
ctgagatgcg
tcggagcagg

tgafggcaaa

Tcttttccaa
aatctagtac
tgtctggect
atgtatttac

atttcagaag
aaaaggtcag
aagccttctt
ctcgtgtctce
cgatgcagag
ccaaacttcc
caatacaagc
atgctttatc
tgctgececc
cttgcaacaa
tccctccagt
acaacgggtt
atgaggttgt
tcgaccacga
ctgactgcca
aggcccggec
gcaccgggga
tgaacgggtt
agaggcagct
gggactccgg
ccgagcccgg
ccagcgaggt
tggccgegge
cgcgcaaggt
tcctgggacc
ccaaccccac
tccacccgcet
tgtggctgea
cactaatacg
acgaggagct
ccatcaacct
tctgeggect
gcgtggccga
gaggcttagc
ttgggaagca
tcttcacgga
acaacactgg
actttgagtc
ctcaagacga
aggagtctgg
gggagcagct
tgaacgagtg
ccaaaggcgg
cctgcgtaga
tgctgatcgg
gcactaaatc
gaaagcacca
agagtgctgg
gtggcaggac
acacaggcaa
catgtcgtag
tttcttgtaa
agattaaaaa

stop codon (ending with ¢.2802)

start codon (starting with c.1)

agtracagcc
qatgagagcg
ccccttcatc
tagcgtcttg
aaacctcaag
tgagccaaca
gatgaaaaga
agaagatctg
aaaatgccca
cagagaccac
ctatgaggac
CCC&CthCC
cacagatgat
catcgcgttc
gatgacttgt
ggccgeggge
ccaaggcgcg
gacctcgttc
gcggaactgg
ccgcgectac
catccccgga
CCCCtCCCtg
gctcaaggcc
cgtgggcget
cgaggccttc
tgtgtccaac
ggtgaggagg
ccaggctttc
aggccttctt

gacggaaagg
gcagaggggce
gcctcgectyg
caagatcctg
tgaaaacttc
gatgaaggct
tgcacagagg
cctcaccagg
ttgtgacagc
caagtgtggc
gaggcgegtg
cacttgcacc
tgcagacggt
cttccagtgt
ctccgggagg
aggcttcgca
cacactgccc

ggccgraggg
gatggaaggc
actgcagaac
atccgaaatc
ttactctcag
acattgcctg
aa

gtgaaaatta
ctcgetgtge
tcgagaggga
gaggaaagca
aaaagaggaa
agcggagtga
aaagtcaacc
ctgagcatca
aacacttgcc
cccagatggg
ggcttcagtc
c€cggrecggg
gaccgctatt
acaccacaga
gagaaccaaa
accgcctgtce
ctctttggga
ctggacgcgt
accagtgccg
ctgccctteg
gagacccgeg
acggcactgc
ctcaatgcgc
ctgcaccaga
cagcagtacg
gtgttctcca
ctggacgcca
ttcagcccat
gcaagaccag
ctctttgtgce
cgggaccacg
gagacccccg
gacttgtaca
ctccccaggg
ctgcgggacg
cgtgagctgg
gtgcccatgg
atcactggca
ttcccagaga
ctggtgtatt
caggaaggat
gcccacccec
ctctgecgegg
ctceccteggg
ggtctcacct
atctcggaga
acctcaccgce
cgggatactc
agcttcatgt
agcaggacga
gcatggatga
atttgttcct

ctcagcagtg
tgtctgtcac
aagaactcct
agcgecctggt
TCCTTTCtcC
ttgcccgagce
tgaaaactca
ttgcaaacat
tggcgaacaa
gcgcctccaa
agccccgagg
aggtgacaag
ctgacctcct
gcaccagcaa
acccatgttt
tgcccttcta
acctgtccac
ccaccgtgta
aagggctgct
tgccgecacg
ggccctgett
acacgctgtg
actggagcgc
tcatcaccct
tgggtcccta
cagccgectt
gcttccagga
ggacattact
ccaaactgca
tgtccaattc
ggctgecagg
ctgacctgag
agcatcctga
ctcggacagg
gtgactggtt
agaagcactc
atgccttcca
tgaacctgga
gcgtggagaa
cctgccggea
gggatttcca
cctgecacgce
acccctacga
tgacttggat
cgacggtgat
c€aggcggagg
agcgggecgce
acaggctgcc
tcccaaaatc
ctgttttccc
ataaatgtta
tctggggett
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2) Human thyroid peroxidase (TPO), isoform 1, protein (Uniprot Reference

Sequence: P07202-1)

10
MRALAVLSVT

70
NLKKRGILSP

130
EDLLSIIANM

190
YEDGFSQPRG

' 250
IAFTPQSTSK

310
QGALFGNLST

370
RAYLPFVPPR

430
LKALNAHWSA

490
VSNVFSTAAF

550
GLLARPAKLQ

610
PRLETPADLS

670
MKALRDGDWF

730
CDSITGMNLE

790
TCTQEGWDFQ

850
SGRLPRVTWI

910
AVGTSPQRAA

20
LVMACTEAFF

80
AQLLSFSKLP

140
SGCLPYMLPP

200
WNPGFLYNGF

260
AAFGGGADCQ

320
ANPRQQMNGL

380
APAACAPEPG

440
DAVYQEARKV

500
RFGHATIHPL

560
VQDQLMNEEL

620
TAIASRSVAD

680
WWENSHVFTD

740
AWRETFPQDD

800
PPLCKDVNEC

860
SMSLAALLIG

920
AQDSEQESAG

30
PFISRGKELL

90
EPTSGVIARA

150
KCPNTCLANK

210
PLPPVREVTR

270
MTCENQNPCF

330
TSFLDASTVY

390
IPGETRGPCF

450
VGALHQIITL

510
VRRLDASFQE

570
TERLFVLSNS

630
KILDLYKHPD

690
AQRRELEKHS

750
KCGFPESVEN

810
ADGAHPPCHA

870
GFAGLTSTVI

930
MEGRDTHRLP

40
WGKPEESRVS

100
AEIMETSIQA

160
YRPITGACNN

220
HVIQVSNEVV

280
PIQLPEEARP

340
GSS5PALERQL

400
LAGDGRASEV

460
RDYIPRILGP

520
HPDLPGLWLH

580
STLDLASINL

640
NIDVWLGGLA

700
LSRVICDNTG

760
GDFVHCEESG

820
SARCRNTKGG

880
CRWTRTGTKS

RAL

50
SVLEESKRLV

110
MKRKVNLKTQ

170
RDHPRWGASN

230
TDDDRYSDLL

290
AAGTACLPFY

350
RNWTSAEGLL

410
PSLTALHTLW

470
EAFQQYVGPY

530
QAFFSPWTLL

590
QRGRDHGLPG

650
ENFLPRARTG

710
LTRVPMDAFQ

770
RRVLVYSCRH

830
FQCLCADPYE

890
TLPISETGGG

60
DTAMYATMQR

120
QSQHPTDALS

180
TALARWLPPV

240
MAWGQYIDHD

300
RSS5AACGTGD

360
RVHARLRDSG

420
LREHNRLAAA

480
EGYDSTANPT

540
RGGGLDPLIR

600
YNEWREFCGL

660
PLFACLIGKQ

720
VGKFPEDFES

780
GYELQGREQL

840
LGDDGRTCVD

900
TPELRCGKHQ
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3) Human thyroid peroxidase (TPO), RefSeqGene on chromosome 2 (NCBI

Reference Sequence: NG_011581.1, selected region from 4799 to 5949)
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cagaggctgg
cacacaagag
cggacgccac
aggtgggtaa
gtgaaaatta
Tttttatttt
gtggctgtaa
actgactgat
gattcctaga
cctgettaac
ggatttgaaa
ctaaaatcat
tatttatcac
cattagggga
tgacattacc
acataaaaac
ctgtaacctc
gctcactgeg
gacacagcgg
attttagalat

actgcatgtg
gcccggegea
tcgacttect
ccaagtccct
ctcagcagtg
tccattttct
tttgggccat
gagtgctgtt
tcaccgtcta
aaaattagtg
gtagaaatga
tttatggaca
ttttataaag
aacagatttt
aaaaatttaa
tctgtttttg
ctgacatgga
gtagaggctg
ttcccatggce

g

c.1 (exon 2)

gaccccgatg
aacacaacaa
agcatcttga
ggaaggcaat
cagttggctg
aagagaaatt
tatagcaggt
tgcaatgacc
ctgagacaca
gctcaaaaat
tgaattttga
taagaatgct
actaaatttc
tttcatteccc
ataggttatt
aataatgggg
cggcgactct
cgtggagtca
cttgtcagtg

acatggcact
agcccgeaga
cgggctatcc
taaggcgecc
agaagaggaa
catcattgga
atgggtggeg
tccgetggaa
ttcctgtcag
agccacagaa
atcttctgtt
ttaagaaatt
taatagtact
aataattatt
actgagatat
gcctgggagg
ggtctcgcag
gtggagggag
cttgattaca

€.1-982

ttgtttqtga
cattctgtcc
aagcgcggag
atttcagaag
aaaaggtcag
acttgtaaag
tctctecagea
catgtgagtc
catggactca
agcctaagag
ttgtcttaac
caataggcat
cactttitgc
cccagtactg
attggcaact
cctgctcage
accccaggec
cccctcagea
tactctgtct

ccagtcagga
ccacgaagaa
tcagtttata
agttacagcc
gttgtaaagc
tggcccaaga
aagctgactg
ctgtagggtc
ctggtgctat
aagaaaacaa
aactagaatt
ttaggggttt
cacatagatg
ttacactatt
ggagctgcca
gctgcagttt
tgtgagggtc
gggagacaag
ccttccgtta

4) Human thyroid peroxidase (TPO), RefSeqGene on chromosome 2 (NCBI

Reference Sequence: NG_011581.1, selected region from 24969 to 25146)

.180-6

14

c.180

(exon 4)

ccatagLaa cctcaagaaa agaggaatcc tttctccagc tcagcttctg tcttttteca

61 aacttcctga gccaacaagc ggagtgattg cccgagcagc agagataatg gaaacatcaa
121 tacaagcgat gaaaagaaaa gtcaacctga aaactcaaca atcacagcat ccaacgg

5) Human thyroid peroxidase (TPO), RefSeqGene on chromosome 2 (NCBI

Reference Sequence: NG_011581.1, selected region from 87993 to 88308)

61
121
181
241
301

ctcagtgagt
cgcacccgtg
aacctgtcca
ctttgtgcac
tgagctccaa
cctctgcaaa

€.2216 (exon 13)

gaccacagca
acagggacgt
catttcatag

ggtcag

ggctccccg gccctggeac cagcccétcc
ggtgtgtgg ttttcttttc tcgtag

€.2216-34

ttg

cgacaagtg tggcttccca gagagcgtgg
tgtgaggagt ctgggaggcg cgtgctggtg tattcctgcec
ggccgggagc agctcacttg cacccaggaa ggatgggatt

agggcacaag
actacatgtc
agaatgggga

ggcacgggta
tccagcctcc
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APPENDIX D

Recipe for stock solutions and general use buffers

1) Preparation of 50 X Tris-acetate-EDTA (TAE) buffer

For 1 L of 50 X TAE buffer, 40 mM tris base, 20 mM glacial acetic acid and 2
mM EDTA were mixed and the total volume was made up to 1 L with double distilled
water. For agarose gel electrophoresis, the working concentration of 1X TAE buffer

was used.

2) Preparation of 6 X Laemmli buffer

For 10 ml of 6 X Laemmli buffer, 1.2 g of SDS, 6 mg of bromophenol blue,
4.7 ml of glycerol, 1.2 ml of Tris 0.5 M pH 6.8 and 2.1 ml of ddH,O were mixed and
warmed until everything was dissolved. About 0.93 g of DTT was then added and
completely dissolved in the buffer. The prepared buffer was aliquoted for several

smaller tubes and stored at -20 €.

3) Preparation of 10 X SDS-PAGE running buffer

To prepare 10 X SDS-PAGE running buffer (25 mM Tris, 192 mM glycine,

0.1% SDS), 288g of glycine and 60.4 g of Tris base were dissolved in 1.8 L of ddH-0.

Twenty gram of SDS was then added and mixed into the solution. Finally, additional

ddH20 was added to a final volume of 2 L.
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4) Preparation of Coomassie stain

To prepare 200 ml of Coomassie blue stain (50 % MeOH, 10 % acetic acid,
0.05% Brillaint Blue R-250), 0.1 g of Brilliant Blue R-250 was first dissolved in 100
ml of MeOH. Twenty milliliter of acetic acid was then added to the solution. Finally,

80 ml of ddH20 was added to a final volume of 200 ml.

5) Preparation of 1 X Tris-glycine buffer

To prepare 2 L of 1 X Tris-glycine buffer (25 mM Tris, 192 mM glycine, 10 %

methanol), 28.8 g of glycine and 6.04 g of Tris base was first dissolved in 1.6 L of

ddH20. Two hundred milliliter of MeOH was then added to the solution. Finally,

additional ddH20 was added to a final volume of 2 L.
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APPENDIX E

Exon-exon boundary for all exons of the TPO variants

Forward(F) / i
Electropherogram Reverse(R) E);?Jrr']g;(?n TPO
sequencing y
. fEXONZ2 . < v [Exon3,
/\ JAVA / \ ;e F 213 1
10 EXON 3 Exon 4
c & G i 6 i 4 & C C
/ F 3/4 1
¢y Exon4 Exon 5
i 4 C 6 6 i Y B € 7T
F 4/5 1
//\ \
\““ Qon | / “\‘ f
A e\ /

Figure 1 Electropherograms showing exon-exon boundary for all exons (except exon 12

to exon 13 which had been shown in Figure 4.60) of TPO1 of the CHP33.
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Forward(F) / i
Electropherogram Reverse(R) E);?Jrr']j;(?n TPO
sequencing y
17y EXOH 5 Exon 6
T c T G T T
/\/\/\A/\/\/ | 6/5 |
au Exon 7 Exon 6
5 G A\ c |c G G G
R 716 1
F 7/8 1
F 8/9 1

Figure 1 Continued.
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Forward(F) /

Electropherogram Reverse(R) E);?Jrr']'g;(?n TPO
sequencing y
Exon 10 ‘ Exon 9 aau
. £ E & 0 c & T €& @
R 10/9 1
160 Exon 10 Exon 11
G C C A G T T A c
F 10/11 1
) \J \ /
Exon 1, Exon 12
G i cC T G 6 T T i T
F 11/12 1
% ~
X/\ FavA v AT
Exon 14 Exon 131 o
c & C & T C 34 T T G
\ \ R 14/13 1
/\ Kli\‘ A ‘III“ ““]‘ \
{ | Y / f \/

Figure 1 Continued.
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Forward(F) / i
Electropherogram Reverse(R) E);?Jrr']g;(?n TPO
sequencing y
Exon 14 Exca)n: 15
G G C
/\ /\/\N\/ /\ | h |
f\ o
Exonl5 LExon 16 v
/ F 15/16
y
i .I / {
Exon 14 Exon13 |,
& 6 C & 6 G A G & G
A F 16/17
Ilw’ '\\ » ‘\"‘A“'.‘ I”

Figure 1 Continued.
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Forward(F) / i
Electropherogram Reverse(R) E);?Jrr']g;(?n TPO
sequencing y
(a) Exon 11zsu Exon 9
G T A A ¢ G T C G A

R 11/9 2
R 15/13 4
F 15/17 3

Figure 2 Electropherograms showing exon-exon boundary for a) exons 9/11 in TPO2, b)

exon 13/15 in TPO4 and c) exons 15/17 in TPO3 of the CHP33.
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APPENDIX F

BSA standard curve

o
N

o
o))

y =-0.0073x2 +0.1352x ¢

o
n

o
>

o
w

o
[N

d

P

Absorbance at 595 nm

o©
[N

“

o

0

2

4 6
Concentration of protein (mg/ml)

10

Figure 1 A standard curve of protein concentration versus absorbance at 595 nm.

Bovine serum albumin (BSA) protein standard solution at a range of 0 mg/ml to 10.0

mg/ml was used. From the calibration curve, the protein concentration of the

microsomal fraction extracts was to be estimated in the range of 1.12 g/l to 3.12

o/
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APPENDIX G

The expression level of TPO protein in:

1) CHP33 (111-2)

Experiment Protein band density Expression
i Normal Relat_ive Adj u_stment
area Density Density
B-actin
Normal Lesion TPO
area area TPO/B_
actin =
12.84/38.8
TPO 38.67 :0.33 -
25 lesion area /
normal area =
Lesion R 0.19/0.33 X
area 100% =
B-actin B-actin TPO/B_ 57.58%
TPO actin =
7.81/40.68
=0.19
ii Normal
area .
Normal Lesion B-actin
area area TPO/B-
actin =
5.63/48.85
Beia =0.12
TPO TPO EL
o lesion area /
/\ normal area =
“ - Lesion 009/012 X
Bracting | 100% = 75%
B-actin
TPO/B-
actin =
3.76/43.76
W =0.09
TRO
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Experiment Protein band density Expression
iii Relative Adjustment
Normal ~ Density Density
area . /
Normal  Lesion B-actin
area area
PO | TPO/B-
50 ! actin =
[ 6.87/44.28 |
\k / =0.16 lesion area /
normal area =
-’ B-actin Lesion {’\ 2016422)216 X
area
/ \ 87.5%
B-actin / TPO/B
| actin =
00 / 6.16/43.72
ey / \ =0.14
iv
Normal f
area
Normal  Lesion B-actin { ;Fcfj[(r)]/ B'
area area | In=
bl f ‘ 17.08/38.4
[\ ‘ =0.44 ]
/ \ /.M lesion area /
TPO Juw / \ normal area =
— : = 0.34/0.44 X
Lesion y\\ 100% =
area / | - 77.27%
" pactin \ actin =
8-actin 11.22/33.3
TPO } H =0.34
‘/f\,\ j‘ sm\
/'/ *1.22\ 2 / \
lesion area/normal area Expzll:glsglon
Experiment Up-regulation if >100% ; change) Average
Down-regulation of <100% g
i 57.58% 1.74
i 75% 1.33 136@%‘3&“0”
ii 87.5% 1.14 regulation)
iv 77.27 1.29 g
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2) CHP33’s sister (111-1)

Experiment Protein band density Expression
i Normal Relative Adjustment
oo Density Density
Normal  Lesion
area area
B-actin TP.O/B )
actin =
5.39/51.15
TPO PO —_ =011
lesion area /
N normal area =
0.05/0.11 X
B-actin Lesion 100% =
area 45.45%
TPO/B-
B-actin actin =
2.13/41.33
=0.05
41.33
TP913
i Normal
area
Normal Lesion
area area
B-actin TP_O/ p-
actin =
7.09/54.83
- TPO TPO 5403 =013
lesion area /
- normal area =
_ 0.05/0.13 X
’—B-actm Lesion 100% =
area 38.46%
_ TPO/B-
P-actin actin =
1.87/37.01
=0.05
3701
1.s;-PO
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Experiment

Protein band density

Expression

iii Relative Adjustment
Density Density
Normal Lesion Normal .
area area area /{ '\‘I
B TPO/B-
—_— | actin =
B-actin 4.79/55.78
| =0.09
|
| @ ‘
TPO \
— B-actin A } \ lesion area /
s et e normal area =
Lesion 0.05/0.09 X
area fl 100% =
I \ 55.56%
|
f
B-actin / \ TP_O/ B-
’ \ actin =
| 2.0/37.43
TPO j7 '\ =0.05
200 !/ \
lesion area/normal area Expression
Experiment Up-regulation if >100% ; Down- | (fold change) Average
regulation of <100%
i 45.45% 2.2 2.240.4
ii 38.46% 2.6 (down
iii 55.56% 1.8 regulation)
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3) CHP33 (111-2) and CHP33’s sister (I1I-1) (comparison)

Experiment Protein band density Expression
i Relative Adjustment
HI-1 (CHP33’s sister) B-actin Density Density
-1 CHP33
TPO/B-
00 actin =
LSDTPO 41.89 5088T189
yas =u. 111-1/CHP33 =
0.04/0.28 X
100% =
B-actin CHP33 B-actin 14.29%
TPO/B-
PO actin
we1 =12.38/43.
] 92 =0.28
I 111-1 (CHP33’s sister) B-actin
TPO/B-
actin =
-1 CHP33 0.6/39.82
=0.02
_— 111-1/CHP33 =
i TRQ, 0.02/0.13 X
i TPO 100% =
15.38%
CHP33
_acti TPO/B-
- B-actin
~B_actin aCtln
=7.01/52.5
7=0.13
T 52 857
Thyroid
lesion/normal tissue Expression (fold
Experiment Up-regulation change) Average
if >100% ; Down-
regulation of <100%
i 14.29% 7 6.7540.35 fold (down
i 15.38% 6.5 regulation)
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APPENDIX H

Multiple sequence alignment of amino acids in human TPO with rat TPO

713 721

20

v |
sp|P07202/PERT HUMAN BTREPvMBAEGUGKEPEBEESCBSHTGMNEBEAWRET 735
sp|P14650/PERT_RAT BTRNMPVUBAERNGKEPQBEESCEENPSVMBERBEWRET 723

Consensus LTRVPXDAFXXGKFPXDFESCXX I XXMXLXXWRET

100%

Coneenaton. oLl oo o noLoo oo

Figure 1 Multiple sequence alignment of amino acids in human TPO with rat TPO
showing full conservation of all residues that located within the epitope for Moab47

(residues 713 to 721) except Glu-716.
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[ ] Rejected (identify item and specify reasons below or in accompanying letter)
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APPENDIX J

Consent by patient for clinical research University of Malaya Medical Centre, K.L.

hereby agree to take part in the clinical research (clinical study/questicnnzire study/drug triel) specified
below:

TR O B IS | - oo i i e e S A S S A R M S S A A M S Al 42 S (i B
the nature and purpese of which has been explained to Meby DI ..o
(Name & Designation of Doctor}
............................................... AN INTETPTELO DY - oncs cnnicisniers s dsmerA e s E va S S S F v ma S S R oA S o B s
(Name & Designation of Interpreter)
............................................... to the best of his/her abilityin .....................cc...e.o.......... lanSURge/dialect.

I have been told about the nature of the clinical research in terms of methodelogy, peossble adverse effects
and complications {as per patient informaticn sheet). After knowing and understanding zll the possible
advantages end dissdvantages of this clinical research, I veluntarily consent of my cwn free will to participate
in the cliniczl research specified above.

I understand that I cen withdraw from this clinical research at any time without assisning any reascn
whatscever and in such a situaticn shzll not be denied the benefits of usuzl treatment by the attending
dectors.

1D - RESE RO St o B Signature or Thumbprint ...,
(Patient)
IN THE PRESENCE OF
NEIE .o e e m e e e )
)
Jaentity Card NG S oS R R Bl ) AT e e s N S S s,
) (Witness for Signature of Patient}
D S A O - o T T B L S e )

I confirm that I have explained to the patient the nature and purpoese of the above-mentioned clinical resezrch.

(Attending Doctor)

CONSENT BY PATIENT R.N.

FOR Name
CLINICAL RESEARCH Sex
Age
FPU-DOF-BK-012-05-R01 Unit
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Consent by responsible relative for clinical research

T o B B R BB R S R B S I SO ST R 02 500 Identity Card NO.. o oot
Name}
O T B B B R R e T R i B o s R o s R
(Address)
hereby agree that MY Felative ......cc..c.ocuionienieieecicciececiica e i e sevemeansns TN it s mmi s it
{Nzme)

participate in the clinical research (clinical study/questionnaire study,/drug triel) specified below:-
DI O N e e e e G R e R L i b

the nature and purpose of which has been explained to meby DI ...,
(Name & Designation of Doctor)

(Name & Designation of Interpreter)
.......................................... tothe best ef his/her abilityin ............ccooeieeieeieeeeeo.. laEURE S/ diclect.

I have been infonmed of the nature of this clinical research in temns of procedure, pessible adverse effects
and complications (s per patient infommation sheet) I understand the possible advantages and
disadvantages of participating in this research. I voluntarily give my consent for my relative to participate
in this research specified sbove.

I understand that I can withdraw my relative fram this clinical research at any time without assigning any
reasen whatseever and in such situation, my relative shzll not be denied the benefits of usual treatment by
the attending dectors. Should my relative regzins his/her ability to consent, he/she will have the right to
remazinin thisresearch or may choose to withdraw.

Relaticnship Signature or
Datel .. toPatient ... ....oooeiieieeee, Thumbprint ................o.......

IN THE PRESENCE OF

RIS T RS )
)

Themtity Card DO s o e RS s RS ) IR e o s B e S S i
) (Witness)

D ES B O s S S )

Iconfirm that [ have explained to the patient’s relative the nature and purpose of the ebove-menticned
clinical research.

CONSENT BY Name
RESPONSIBLERELATIVEFOR Sex
CLINICAL RESEARCH Age
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