
 

 

 

 

 

 

 

 

 

APPENDIX 



Appendix 1 

 

Multiple Sequence Alignment 

 
 
 

HCV       ------------------------------------------------------------   0 

WNV       ------------------------------------------------------------  0 

JEV       TDMWLERAADISWEMDAAITGSSRRLDVKLDDDGDFHLIDDPGVPWKGGGGSGGG-GGGV  59 

DENV      ---------------------------------------------------------AGV  3 

YFV       DGLELKKLGEVSWEEEAEISGSSARYDVALSEQGEFKLLSEEKVPWDGGGGSGGGGSGDV  60 

 

                                                                       

HCV       --------------MAPITAYSQQTRGLLGCIITSLTGRDKNQVDGEVQVLSTATQSFLA  46 

WNV       ------------G-DTTTGVYRIMTRGLLGSY-----------------------QAGAG  24 

JEV       FWDTPSPKPCSKG-DTTTGVYRIMARGILGTY-----------------------QAGVG  95 

DENV      LWDVPSPPPVGKA-ELEDGAYRIKQKGILGYS-----------------------QIGAG  39 

YFV       LWDIPTPKIIEECEHLEDGIYGIFQSTFLGAS-----------------------QRGVG  97 

                                   *       :**                              *    . 

 

 

HCV       TCVNGVCWTVYHGAGSKTLAGPKGPITQMYTNVDQDLVGWPAPPGARSMTPCTCGSSDLY  106 

WNV       VMVEGVFHTLWHTTKGAALMSGEGRLDPYWGSVKEDRLCYGGPWKLQH---KWNGHDEVQ  81 

JEV       VMYENVFHTLWHTTRGAAIMSGEGKLTPYWGSVKEDRIAYGGPWRFDR---KWNGTDDVQ  152 

DENV      VYKEGTFHTMWHVTRGAVLMHKGKRIEPSWADVKKDLISYGGGWKLEG---EWKEGEEVQ  96 

YFV       VAQGGVFHTMWHVTRGAFLVRNGKKLIPSWASVKEDLVAYGGSWKLEG---RWDGEEEVQ  154 

           .    .   *::* : .  :       :    : .*.:* : : .                 .::  

 

HCV       LVTR--HADVIPVRRRG----DSRGSLLSPRPVSYLKGSSGGPLLCPSGHVVGIFRAAVC  160 

WNV       MIVVEPGKNVKNVQTKPGVFKTP-EGEIGAVTLDYPTGTSGSPIVDKNGDVIGLYGNGVI  140 

JEV       VIVVEPGKAAVNIQTKPGVFRTP-FGEVGAVSLDYPRGTSGSPILDSNGDIIGLYGNGVE  211 

DENV      VLALEPGKNPRAVQTKPGLFKTN-TGTIGAVSLDFSPGTSGSPIVDKKGKVVGLYGNGVV  155 

YFV       LIAAVPGKNVVNVQTKPSLFKVRNGGEIGAVALDYPSGTSGSPIVNRNGEVIGLYGNGIL  214 

          ::.           :: :           . :.    :.:  *:**.*::   .*.::*::  .:  

 

 



 

HCV       TRGVAKAVDFIPVESMETTMRA-------SKKKK    187 

WNV       MPNGSYISAIVQGERMEEPAPAGFE-PEMLRKK-    172 

JEV       LGDGSYVSAIVQGDRQEEPVPEAYT---------    236 

DENV      TRSGAYVSAIANTEKSIEDNPEIEDD--IFRK--    185 

YFV       VGDNSFVSAISQTEVKEEGKEELQEIPTMLKK--    246 

               :     :    :                    

 


